The predatory mite Neoseiulus paspalivorus (Phytoseiidae) in Brazil: taxonomic status, reproductive compatibility and morphological and molecular variability.
The predatory mite Neoseiulus paspalivorus (De Leon) is often found in association with the coconut mite, Aceria guerreronis Keifer. The identification of natural enemies is essential for the definition of biological control strategies. Therefore, the present study aimed to confirm whether the mite populations from different Northeastern Brazilian states identified as N. paspalivorus belong to the same species. This determination was accomplished through the study of morphometric variability in 33 anatomical characters and of molecular variability in two DNA fragments: Internal Transcribed Spacer (ITS) rDNA and cytochrome c oxidase subunit I (COI) mtDNA. This study also determined whether there is reproductive isolation between the two most morphologically distinct populations (Rio Grande do Norte and Paraíba). Intraspecific morphometric variability was observed among the five populations of N. paspalivorus. Despite this variability, the crosses and backcrosses of the most morphologically distinct populations did not show reproductive incompatibility. The molecular analysis indicated the absence of genetic differences among the N. paspalivorus populations for the ITS fragment. Three haplotypes were identified for the COI fragment, and the genetic distance ranged from 0 to 0.2 %. Despite the morphometric differences, the results of the molecular and biological analysis corroborate the previous identification of N. paspalivorus for all of the studied populations. The present study contributes to the systematics of Phytoseiidae predatory mites and to the biological control of A. guerreronis by the accurate identification and characterization of one of its main natural enemies along extensive areas in Brazil.